MOLECULAR CHARACTERIZATION OF EGYPTIAN DATE
PALM:

II. RAPD FINGERPRINTS
Mahmoud M. Saker and Hamdy A. Moursy

Plant Cell and Tissue Culture Dept., Genetic Engineering and
Biotechnology Division, National Research Center, Cairo, Egypt.

ABSTRACT

RAPD fingerprints were performed on DNA extracted from the
internal leaves of the offshoots of five date palm cultivars (Samanie,
Seaweae, Hyeane, Amhat and Zaghlool). Two random primers (OPC2
and OPD16) out of ten were selected on the basis of the number and
frequency of polymorphic bands produced. Distinguishable RAPD
fingerprints among the different varieties were obtainable if suitable
primers were used and PCR conditions were optimized. Genetic
relationships of the different cultivars and the efficiency of RAPD as a
simple molecular marker for cultivar identification are discussed.

Additional index words: Phoenix dactylifera L., PCR, cultivar
identification.

INTRODUCTION

Improvement of date palm is very difficult due to its long life
cycle, strongly heterozygous nature and impossibility to determine sex
at early stages of development (Moursy and Saker, 1996). Most of the
published studies on genetic characterization, detection of genetic
variations and gene mutation have concentrated on the variations in
chromosome numbers, isozyme polymorphism and biochemical
diversity. Unfortunately, palm chromosomes are numerous and small
and mitotic examination of tissue culture-derived palm plants are

unreliable (Corley et al., 1976).

Numerous publications have demonstrated the utility of RAPD
markers for the analysis of the genetic diversity among cultivars and
within plant populations, for instance Skrotch et al. (1992), Bagheri et
al. (1995) and Debener et al. (1996) in pea and rose.
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